Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.022; wR factor = 0.056; data-to-parameter ratio = 21.9.
The title complex, dicarbonyl- II ions are five-coordinated in distorted trigonal-bipyramidal geometries by two N atoms and three S atoms. The Ni atom is four-coordinated in a distorted tetrahedral geometry by two S atoms and two carbonyl ligands. One of the 3,6-dimethyl-3,6-diazaoctane-1,8-dithiolate ligands is disordered, the major component having a refined occupancy of 0.873 (2). The FeÁ Á ÁFe distance is 3.0945 (3)Å and the NiÁ Á ÁFe distance is 2.8505 (3) Å . 
Related literature

Experimental
Crystal data et al., 1999) . Nickel is reduced by the low oxidation iron species in solution. In our system, a similar reshuffling occured, and nickel was reduced by hydride in THF solution.
This molecule crystallizes in the triclinic space group P-1 with one molecule per asymmetric unit. Part of the molecule is disordered. This disorder can be described as an approximate mirror operation about a plane along N4, N3, S4 and Fe2.
The ratio between the two components of this disorder was refined freely, and converged at 0.873 (2). Bond lengths and angles between atoms of the major components of the disorders are determined with significantly higher accuracy than for those between the corresponding atoms of the minor components. ). The identity of this brown powder has not been determined. 0.400 ml LiHBEt 3 (1M in THF) was added to 0.086 g of this brown powder suspended in 2 ml THF, and the powders dissolved and the color turned black. The mixture was kept stirring for 2 h, and 6 ml diethyl ether was carefully added. The product, [Fe 
Refinement
All hydrogen atoms were included at geometrically calculated positions and refined using a riding model. Isotropic displacement parameters of hydrogen atoms were fixed to 1.2 times the U eq value of the atoms they are linked to (1.5U eq for methyl groups). The final structure was checked for missing symmetry using PLATON (Spek, 2009 ).
Disorder of the molecule was refined with the help of 2 restraints on the bond distances N3-C11B and S4-C14B. In addition, all minor-component atoms were constrained to have identical anisotropic displacement parameters to their respective major-component counterparts. All non-hydrogen atoms were refined anisotropically. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
